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d - dlugosé chromosomu
@ - parametr algorytmu, wspolczynnik uczenia
zazwyczaj 0 = 1/N, gdzie N odpowiada wielkosci populacji w SGA

COMPACT-GENETIC- ALGORITHM(F, 0)
1 p <« INITIAL-PROBABILITY-VECTOR();

2 x; = RANDOM-INDIVIDUAL(p);
3 x2 = RANDOM-INDIVIDUAL(p);
4 INDIVIDUAL-EVALUATION(X1, F);
5 INDIVIDUAL-EVALUATION(x2, F);
6 while not TERMINATION-CONDITION(X1, X2)
7 do
8 x; = BEST-INDIVIDUAL(X1, X2);
9 x; = WORST-INDIVIDUAL(X1, X2);
10 for k —1tod
11 do
12 if v, =1and xj, =0
13 then p, «— pi + 0;
14 if Tik = 0 and Tik = 1
15 then py «— pi — 0;
16 x1 = RANDOM-INDIVIDUAL(p);
17 X2 = RANDOM-INDIVIDUAL(p);
18 INDIVIDUAL-EVALUATION(x1, F);
19 INDIVIDUAL-EVALUATION(x2, F);

BINARY-RANDOM(p)
1 if UNIFORM-RANDOM(0,1) < p

2 then z = 1;
3 else 2z =0;
4 return z

INITIAL-PROBABILITY-VECTOR()
1 p={p1,p2,...,pa}

2 fork—1tod

3 do

4 pr «— 0.5;

5 return p

RANDOM-INDIVIDUAL(p)
1 x={x1,22,...,24}

2 fork—1tod

3 do

4 xy, < BINARY-RANDOM(py);
5 return x

Piotr Lipinski — Algorytmy ewolucyjne



